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redictors of mortality in neutropenic patients with septic
hock
. Jeddi, H. Ghédira, R. Ben Amor ∗, L. Aissaoui, W.
outeraa, Y. Ben Abdennebi, K. Kacem, R. Ben Lakhal, A.
urki, H. Ben Abid, Z. belhadjali, B. Meddeb
Aziza Othmana University Hospital, Tunis, Tunisia
Background: Chemotherapy-induced neutropenia is a risk
or serious infection.Septic shock still causes high mortality
mong cancer patients. We aimed at identifying predictive
actors of mortality in neutropenic patients (ANC < 0.5 x
09/l) who developed septic shock.
Methods: All cases of septic shock deﬁned according to
he ACCP/SCCM criteria observed in our department (Hema-
ology, Aziza Othmana University Hospital) between 2005
nd 2009 were included in this study. All clinical, biolog-
cal and microbiological data were collected at the onset
f septic shock and during outcome. Initial score on the
equential Organ Failure Assessment (SOFA score) was per-
ormed for each patient. Statistical analysis was performed
sing Pearson test.
Results: Thirty three septic shock were observed in
atients with hematological malignancies:Acute leukemia
31),lymphoma (2).Median age was 27 years (range,
—67).58% of septic shock were observed during chemother-
py induction phase .Median time for occurrence of septic
hock was 15 days from onset of neutropenia (range,
—32). Microbiological documentation was obtained in
3 cases (69.6%).The bacteria involved were:Klebsiella
9),Pseudomonas (7), Stenotrophomonas (4), E.coli (1),
cthrobacter anthropi (1) and Acinetobacter (1). 9 (39.1%)
solates were resistant to broad spectrum antibiotics. 20
atients (60.6%) developed ARDS during the evolution. Ini-
ial SOFA score was >11 (i.e. a risk of mortality of 95%)
n only 6 patients (18.1%).Only 8 patients (24.2%) were
dmitted in ICU with a median time of 1.8 day (range,
—3 days).Day 30 mortality was 85%.By univariate analy-
is predictors of mortality were: Disease status (p = 0.009),
eutropenia lasting more than 15 days (p = 0.012),fever for
ore than 3 days in patient on antibiotherapy (p = 0.009),
emoglobin level <50 g/l (p = 0.038), isolate resistant to
iperacillin/tazobactam (p = 0.025), presence of clinical
ymptoms from more than 1 site (p = 0.008), patients not
n imipenem antibiotherapy at the onset of septic shock
p = 0.019), occurrence of ARDS during evolution of septic
hock (p = 0.003) and non—admission in ICU (p = 0.043). No
ndependent predictor found in multivariate analysis.
Conclusion: This study revealed that several factors play
signiﬁcant role in mortality during septic shock. Despite
ow proportion of patients with baseline high SOFA score,
he mortality rate in our study was very high highlighting
he need for appropriate management and early admission
n ICU to improve outcome.
oi:10.1016/j.ijid.2010.02.2052
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ncidence of nosocomial respiratory tract infection in
ediatric intensive care unit of University Hospital Center
UHC) of Tirana
. Kasmi ∗, G. Kasmi, S. sallabanda, E. Kola, F. Zavalani, R.
lukaj, I. Bakalli, A. Koja, E. Celaj, K. Marku
University Hospital Centre ‘‘Mother Theresa’’, Tirana, AL,
lbania
Background: Nosocomial Respiratory Tract Infection
NRTI), have high morbidity, random mortality, increase hos-
ital stay and the patient cost.
Methods: This is a prospective study, including all
atients during the period February 2007- January 2008.
RTI was deﬁned according to CDC criteria: - new produc-
ion of sputum - new pulmonary inﬁltrates appearing in the
hest x-rays associated with respiratory failure. - lab evi-
ence of infection Correlation between extrinsic factors and
he appearance of NRTI identiﬁed by Kendall‘tau b test for
wo nonparametric variables turned out to be signiﬁcant.
Results: The number of NRTI was 15 from 484 patients
reated in PICU. 213 patients were exposed to nasogastric
ubes, 97 to endotracheal tubes, 39 to antiacids usage. Out
f 15 patients with NRTI in 13 were used ET, in 6 antiacids,
n 13 were used nasogastric tubes. Average NRTI appear-
nce day was 5.38. Average stay in hospital for patients
ithout NRTI was 3.6 days. Average stay for patients with
RTI was 18.5 days. Comparison of above mentioned aver-
ges revealed to be signiﬁcant (p < 0.01). Etiological pattern
f NRTI was as follow: Pseudomonas aeruginosa 40%, Kleb-
iella sp 13.3%, Acinetobacter sp 13.3%, others gramnegative
9.9%, gram-positive 13.3%. The antibiograme indicates
resence of Pseudomonas aeruginosa resistant to quinolone
nd aminoglucoside (gentamycine) — in 30%.
Conclusion: Incidence of NRTI was 3%. Multiresistant
trains pose major difﬁculties in managing NI. This study
how the correlation between the extrinsic factors and the
ppearance of NRTI. This research highlights the need to
ssess the preventive measures and the identiﬁcation of
onitoring actions.
oi:10.1016/j.ijid.2010.02.2053
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linical chracteristics and prognostic factors in patients
ith Stenotrophomonas maltophilia bacteremia
. Nukui ∗, S. Hatakeyama, Y. Shintani, H. Yotsuyanagi, K.
oriya, K. Koike
University of Tokyo Hospital, Tokyo, Japan
Background: Stenotrophomonas maltophilia is a multi-
esistant, non-fermentative gramnegative bacillus, which
s increasingly being recognized as an important nosoco-
ial pathogen affecting debilitated patients. S. maltophilia
nfections are associated with high morbidity and mortal-
ty. This study aimed to clarify the clinical characteristics,
ntibiotic susceptibility, antibiotic treatment, outcome, and
rognostic factors in patients with S. maltophilia bac-
eremia.
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Methods: A retrospective cohort study was conducted at
the University of Tokyo Hospital, comprising 1,150 beds, with
specialty services including intensive care and transplanta-
tion in Japan, from January 2003 to September 2009.
Results: During this study period, 7,216 positive blood
cultures were identiﬁed. Of these, 87 (1.2%) blood cul-
tures from 54 patients showed S. maltophilia growth. The
mean age of the patients was 53.3± 3.0 years. In 52
patients (96%), S. maltophilia bacteremia was hospitalac-
quired, in particular, in 49 patients (91%) it developed after
prolonged hospitalization of >2 weeks. Forty-one patients
(76%) had an indwelling central venous catheter (CVC),
50 (93%) had received antibiotic therapy, 48 (89%) had
underlying malignancy, 11 (20%) had diabetes mellitus, and
11 (20%) were receiving corticosteroid therapy. In 19% of
all the cases of bacteremia, polymicrobial isolates were
conﬁrmed. The overall and bacteremia-related mortality
rates were 39% and 26%, respectively. The most common
sources of bacteremia were CVC (33%) and pneumonia (15%);
the source was unknown in 20% cases. Tests for antibi-
otic susceptibility revealed that the isolates were most
sensitive to trimethoprimsulfamethoxazole (79%). Only 47%
and 43% of the isolates were susceptible for ceftazidime
and ciproﬂoxacin, respectively. Univariate analysis revealed
that bacteremia originating from the pneumonia, patients
treated with inappropriate antibiotics, and patients with a
persistent indwelling CVC had a signiﬁcant higher mortality
rate (P < 0.0001, P < 0.0001, P = 0.0027, respectively).
Conclusion: S. maltophilia is an important pathogen, par-
ticularly, in immunocompromised hosts. Isolation of this
organism from a blood culture should prompt a careful
review of the patient, with particular emphasis on removal
of an indwelling CVC and commencement of appropriate
antibiotic therapy. In this study, we noticed an increas-
ing trend of resistance to ceftazidime, cefepime, and
ciproﬂoxacin. Therefore, we believe that proper usage of
antibiotics is important for infection control.
doi:10.1016/j.ijid.2010.02.2054
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Prevalence of mecA, aap genes and slime layer formation
and its association with antibiotic resistance in isolated
Staphylococcus epidermidis of TUMS hospitals health care
staffs
M.R. Pourmand ∗, Z. Abdossamadi, M.H. Salari
Tehran University of Medical Sciences, Tehran, Iran, (Islamic
Republic of)
Background: Staphylococcus epidermidis strains are fre-
quently associated with catheterrelated infection, acute
bacteremia and hospital-acquired infection. Some of the
isolates have extracellular matrix called slime. The recent
studies show that slime-forming bacteria are more resistant
to antibiotics than planktonic bacteria. In S.epidermidis, the
accumulation associated protein (aap) is essential to bioﬁlm
development and is involved in the accumulation phase of
bioﬁlm formation. methicillin resistance is mediated by the
mecA gene. However in contrast to MRSA,very little atten-
tion is paid to MRSE. The aim of this study was to determine
the prevalence of mecA, aap gene and slime production in
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.epidermidis isolates and antibiotic resistance in nasophar-
nx isolates of health care personnel.
Methods: A descriptive cross sectional study was per-
ormed on 163 isolates. These were collected from July to
ecember 2008. S. epidermidis isolates tested for slime pro-
uction onto CRA and antibiotic resistance. The extracted
NA of S. epidermidis isolates were examined by PCR involv-
ng speciﬁc primers for mecA and aap genes.
Results: Among 163 collected nasal swabs 99 (60.7) were
. epidermidis. Of these 35.3 isolates produced slime. Sig-
iﬁcant relation between slime production and resistance
o Penicillin, oxacillin (p < 0.0001), tetracycline (P = 0.0005),
rythromycin (P = 0.001) and clindamycin (0.003) was found.
5.8% and 94.8% isolates were PCR-positive for mecA and
ap, respectively.
Conclusion: Surveillance of nasal colonization with slime-
orming MRSE in health care workers might provide useful
nformation for the establishment of infection control pro-
edures toward these bacteria.
oi:10.1016/j.ijid.2010.02.2055
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entral line associated bloodstream infection rates in 166
ntensive care units of 54 cities in 23 developing coun-
ries: ﬁndings of the International Nosocomial Infection
ontrol Consortium (INICC)
. Rosenthal1,∗, C. Álvarez Moreno2, A. Mehta3, H.
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